ID 

XX 
AC 
XX 

sv 

XX 
DT 
DT 
XX 
DE 
XX 
KW 
XX 
OS 

oc 
oc 
oc 

XX 

RN 

RP 

RA 

RT 

RT 

RL 

XX 

RN 

RP 

RA 

RT 

RL 

RIi 

XX 

DR 

DR 

XX 

FH 

FH 

FT 

FT 

FT 

FT 

FT 

FT 

FT 

FT 

FT 

FT 

FT 

FT 

FT 

FT 

FT 

FT 

FT 

FT 

FT 

FT 

FT 

XX 

SQ 



EMBLATAF146 XP"0^M 65268 

ATAF146 standard^TOJA; PLN; 1362 BP. 
AF000146; 
AF000146.1 




5 



27-MAY-1997 (Rel. 52, Created) 

03-MAR-2000 (Rel. 62, Last updated. Version 11) 

Arabidopsis thal'iana dihydroorotase (pyr4) mRNA, complete cds. 



Arabidopsis thaliana (thale cress) 

Eukaryota; Viridiplantae; Embryophy ta ; Tracheophyta ; Spermatophyta; 
Magnoliophyta; eudicotyledons; core eudicots; Rosidae; eurosids IX; 
Brasslcales; Brassicaceae; Arabidopsis. 

[13 

1-1362 

Zhou L . , Lacroute F. , Thornburg R.; 

"Characterization of the Arabidopsis thaliana cDHA encoding Dihydroorotase 
(Accession No. AF000146) (PGR97-115) 
Plant Physiol. 114:1569-1569(1997). 

[2] 

1-1362 

Zhou L. , Lacroute F., Thornburg R.W. ? 
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Key 
source 

CDS 



pol yA_s igna 1 



Loca ti on/Qua 1 i f i ers 
1..1362 

/ db_xr ef = ■ t axon : 3 7 0 2 n 
/organism^" Arabidopsis thaliana" 
86.. 1219 
/codbn_j3 tar t=l 

/ db_jjcref = n SWI S S - PROT :O04 9 04 - 

/gene =,, pyr4" 

/EC_number=" 3.5.2.3" 

/function= M catalyzes the intramolecular condensation of 
carbamoyl aspartate to form dihydroorotate" 
/product= " dihydroorotase M 
/protein_id=»AAB71134 . 1» 

/ trans la tion— " miktlvseysgfgsqklkfdrs sekvktravrmeltitqpddwhl 

HLRDGDLLHAVVPHSASNFKRAIVMPNLKP PVT STAAAI I YRKFIMKAL PSES S FDPLM 

TLYLTDKTLPEEIRLARESGVVYAVKLYPAGATTOSQDGVTDLF 

PLLVHGEVTDPSIDVFDREKIFIETVI^PLIQRLPQLKVVMEHITT^ 

SVGATVTPQHLLLNRMALFQGGLQ PHNYCL PVLKREIHREAIVKAVTS GSKKFFLGTDS 

APHERSRKESSCGCAGIYSAPIALSLYAKVFDEAGALDKLEAFTSFNGPDFYGLPRNSS 

KITLKKS PWKVPDVFNFPFGEI VPMFAGETLQWQPLK" 

1325.. 1330 

/gene= n pyr4 n 



Sequence 1362 BP; 376 A; 296 C; 304 G; 386 T; 0 other; 
gttcgttttg tttgtgttgt aagcatccct gttgtgcatt tcgtttatcc aggtgaattc 
ttgcaaagcc ttgagcagct ttcagatgat aaagactttg gtctctcctt atagtggatt 
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tggatctcag aagttga^^ttgacagatc ttctgagaaa gtgaagacga gagcagtaag 180 

aatggagctc acaatca^^^aacctgatga ttggcatctt catctcc^^ 1 acggtgatct 240 

tcttcatgct gttgttc^^r acagtgcgag taattttaag agagcgaM^ tgatgccgaa 300 

tctgaagcct cctgtcacct ccactgcagc tgccattatt taccggaaat ttatcatgaa 360 

agctttgcca tctgagagta gctttgatcc acttatgaca ctttatttga ctgacaaaac *" 420 

tctacctgaa gagatcaggc ttgcaaggga aagtggtgtg gtttatgcgg tgaagctgta 480 

ccctgccgga gcaacaacca actctcaaga tggtgtcacg gatctctttg gaaaatgctt 540 

accggtacta gaagagatgg tcaaacaaaa catgcctttg ctggttcatg gggaggtcac 600 

agatccgagt atcgatgtct ttgaccgcga gaaaatcttc attgagacag ttctgcagcc 660 

tctaatccaa cgccttccgc agctgaaagt agtgatggaa cacatcacaa ccatggatgc 720 

tgtgaatttt gttgaatctt gcaaagaagg gtctgtgggt gcaacagtca caccacaaca 780 

tctccttctc aacaggaacg cccttttcca aggtggatta caacctcaca actactgtct 840 

tcccgttctc aaaagagaaa tacatagaga agccattgtc aaagctgtaa ctagtggaag 900 

caagaagttc ttcctcggca cagatagtgc tccacatgaa cggagtagaa aagaatcatc 960 

ctgcggatgt gctggtattt acagcgctcc cattgccttg tccctatacg ccaaggtctt 1020 

tgat<gaggcg ggtgcgctgg acaagttgga agctttcacc agtttcaatg gacctgattt 1080 

ctatggcctt ccgagaaact cgtcaaagat cacactgaag aaatctcctt ggaaggttcc 1140 

agacgttttc aacttcccat tcggagagat cgtccctatg tttgctggag aaacccttca 1200 

atggcaaccg ttgaaataat gtggtgattt gaagttgtca aattttttct cccaaatcag 1260 

tgaactcgtg taccttttgg attgaatttt cttacggctg agttatgccc tgcatttttt 1320 

gaggaataaa agcaagatac tgaccaataa aaaaaaaaaa aa 13 62 
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